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This book, in common with others published by 
Alan R. Liss, is the result of a symposium. There 
are thirty chapters of about 10 pages each, 
developed from the Genex-UCLA Symposium on 
'Protein structure, folding and design' held in Col- 
orado in April 1985. However, this book is of con- 
siderably more interest o the biochemist han 
might appear from conference proceedings 
available two years after the meeting! What makes 
this reasonably priced publication attractive is the 
organisation of the material, the presence of 5 
specially written small reviews ('overviews') and 
the 32 molecular graphical displays in colour, 
many in stereo, of a number of recently determin- 
ed molecular structures. 
There are four sections: Methods for determin- 
ing protein structure; Biological and biochemical 
methods in protein modification; Energetics and 
protein design; and Purposely modified proteins 
and their properties. Each section has an introduc- 
tory overview, to put the subsequent chapters into 
perspective. The chapters are written in a conversa- 
tional style, typified by the inclusion of the in- 
credulase structure (p.163); this does not, alas, 
appear in the index. 
The first two sections are on methods, and in- 
clude chapters on X-ray diffraction (Wayne Hen- 
drickson), two-dimensional correlated spectro- 
scopy (COSY) and nuclear Overhauser ffect spec- 
troscopy (NOESY) (John Markley), the prediction 
and analysis of mutant structures (Karplus), 
genetic strategies for analysing proteins (Shortle), 
protein purification (Burgess), and protein folding 
(Creighton). These are very brief and would be of 
most use to the beginner in this field, mainly as a 
source of some useful references up to 1985. 
The third section of the book contains anumber 
of chapters on protein stability, and the forces and 
interactions that govern protein structure. These 
topics are covered in some depth by authors in- 
cluding R.L. Baldwin, David Eisenberg, and the 
Richardsons. There are some excellent molecular 
graphic structures, ome of which are repeated in 
colour in the appendix. 
The final section, and possibly the most useful -
particularly to final year undergraduate students - 
contains overviews on kinetic (Alan Fersht) and 
structural (Brian Matthews) aspects of modified 
proteins. This is followed by excellent small review 
chapters on specific proteins, including E. coli 
DNA polymerase I, EcoRI  endonuclease, 
dihydrofolate r ductase, tyrosyl-tRNA synthetase, 
trypsin, lysozyme, cytotoxic proteins, gene 5 and 
gene 32 proteins, pp60 v-src, and mammalian ras 
genes. The 32 colour photographs in the appendix 
show a number of different graphical representa- 
tions of proteins discussed in the book, together 
with some structures, e.g. glutamine synthetase, 
determined since 1985. 
Overall, despite its age and its lack of depth in 
some areas, the book is a most useful introduction 
to protein engineering for the biochemist not 
otherwise conversant with the field. Although 
some of the graphical and industrial aspects of 
protein engineering are not covered, the book is to 
be recommended to undergraduates and 
postgraduates alike. 
M.J.C. Crabbe 
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